Background


Frontotemporal lobar degeneration (FTLD) is a common cause of dementia. 1 Understanding the distribution of variants associated with FTLD could improve diagnostic specificity and help develop therapies. 
Results

A total of 78 patients from the academic center laboratory cohort and 387 patients from the commercial clinical laboratory cohort had FTLDassociated variants.  Among the 2 cohorts, the variant distributions of GRN, MAPT, and C9ORF72 were similar in frequency order but different in magnitude. o Academic center laboratory cohort:
Most GRN or MAPT variants were rare. While 37 GRN or MAPT variants were identified in total, only 6 were common to both cohorts.
Conclusions
 The results of this study demonstrate the genetic heterogeneity of FTLD and highlight the importance of developing therapeutic interventions that will be amenable to a broad spectrum of underlying pathogenic causes.  This study highlights the value of sharing data across academic and commercial laboratories, and the role of commercial laboratories in identifying extremely rare disease-associated alleles.
